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MASE: HELEYFRR, SFMEToL/ IR, RARTMRAI/RREERBEEXHAR
*ERAAMABEERIIEETE: App-KO mice (Cat. NO. NM-K0O-190444) were purchased from
Shanghai Model Organisms Center, Inc..
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=11820
http://www.informatics.jax.org/marker/MGI:88059
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http://www.informatics.jax.org/allele/genoview/MGI:2174917
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