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snailfish from the Mariana Trench provide insights into deep-sea adaptation., ZEREEFRE
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3ba, fifth branchial arch; e, ethmoid plate; ec, ectopterygoid;
m, Meckel'’s cartilage; op, opercular bone; pq, palatoquadrate.
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[1]Wang K, Shen Y, Yang Y, et al. Morphology and genome of a snailfish from the Mariana Trench
provide insights into deep-sea adaptation. Nat Ecol Evol. 2019 Apr 15.
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