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Chromosome 11
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E1.The H11 genomic locus in cytoband A1 (~3 cM) between Eif4enif1 and Drg1 genes.
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HCreTEARRERE, 7oESFRARFALRTRAENER,

Eif4enif1 Drg1 exon9-
H11 locus exon 19-3UTR JUTR

Knockin fragment
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5170, Collal-tetO-EGFP5R0sa26 s FRMPINTATERRES, @EiddoxiEs, T/NEARITSIE
SEGFPHIRIX, BEGFPHIERIAIESR0osa26 B FERXIEHE—H., ATEGTIEANZE, EE8HI. KEAR
MEXNALDGHEGFPHIERIX, EHE TR TMNEENMERFEHXER,

5. CollalfRdoxiE SEGFPRIXIER.
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Table 1
In Vivo Expression of Inducible EGFP
Tissue Cell type: EGFP Expression
Spleen B-cells: ++
Tcells: ++
Thymus All cells: +4++
Lymph node B-cells: +++
T-cells: +++
Liver Hepatocytes: 4+ 4+
Endothelial cells: +
Bile ducts: —
Kidney Tubular cells (cortex): +

Collecting ducts (medulla): +
Interstitial cells (medulla): —
Heart Myocytes: —
Interstitial fibroblasts: +
Endothelial cells: +
Pericardial cells: +
Intestine Crypt cells: 44+
Villi: +4++
Mesenchymal cells: —
Pancreas Islet cells: +++
Acinar cells: +
Brain No expression
Testis Peritubular cells: +
All other cells: —
Lung Bronchial epithelial cells: +
Alveolar cells: +
Interstitial fibroblasts: +
Endothelial cells: —
Skin Epithelial (epidermis): +++
Fibroblast (dermis): ++

Adipocytes: +
Skeletal muscle No expression

+ < 10% of the cells score GFP positive.
++ 10-50% of the cells score GFP positive.
+++ =50% of the cells score GFP positive.

E6. Collalf mdoxiFESEGFPRIAMINE .
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TIGRERtightlyregulated

HNEES, tE—TERTHRRBENEESUR, UT/NEFEISRE

{KAB124611 1 Carm1®mNEREZE,

A Genomic chr9 :
CACTTTATCC AGTTCCTTCC
AGAGACTTGG CAGTGGAGGT
TCTTAGGGAA GCACTGGCCA
CCTCACAGAA GACAAGARRA
GAGAGCCAGA ACCTCTTCAC

CTCCCACTGC CAGAGGCTGC ACATCTGTCC
AGGGTGGGGG TGGGAATCAA GCCATAGCTT

AAGGAAGGGG ACTCCTAGAG
TGAGTTGGGG TATCAGCCTC
AGATTCCCAG ATCACCGGAG

TGAATCCGGA CACCCAGTCA
TTCCAGTGCT TCCCCRACGG
TTAGGAGAGA TGTGTATATT
TCTCACTGTG TAGCCCTGGC
AGCCTCAAAC TCATAGATCC ACCTGCCTCT
ARAGTTACTG CCATAACACC TAACTTTGGG
(TIGRE vector insertion site)
GATAGGGTTT TTCAGTGTAG TCCTGGCTGT
CCAGGCTGGC CTGGAACTCA AGGACTGCCA
GGGATTAAAG GTGTGTGCCA CCACTGCCCA
TCACTTTGTG GGTCCTGGCT GCCTGAGATT
GGGAGGGATG ACTTGGGAAA GGGTTGAGTC
CCCAGGAGGG GGTACGTAAA TTAGAGTTCT
ACAAGTGACT GGCCACTGTG AGTTCACTGG

GGCACAAGAG
TCACTTACTT
TTTTGTTGCT
TTTTCTGGAA

GTCTACATTC
CCAGACTGCG
GTTGTTGTTT
CTCACTGTGT
GCCTCCAGAT
ATGTTTTCTG

CCTAGAACTC
GCCTCTGCCT
GCAGAGTGCG
GTGTGCTTGC
TTTTGTGAGT
AAGAGGCCCA
GGGACCTGAG

TGAAAAGGAG AGGTCCTAGT GGAGAAGCTA AAGAATTAAA
TGAAGTTCTT TGTGAAGGCC AAGCTCTGGA GCGCGGCTTG

TTGTAACCTT
AGGCTAGACA
AAGTCACTAT
TCTAACTCCT
TGTTTTATTT
CTAGATAGGG
AGAGCAAGCC
CGCTAGAATT
TTTGTTTTGA

ACTCTGTAGA
CCTGAGCATC
TTTTTACTCT
ACCATTAGAT
CTTGCGGAGG
GCARAAGTGA
AGTTAACTAG
GTTACTGCCT
ARARGCCTTT

21295262
21295312
21295362
21295412
21295462
21295512
21295562
21295612
21295662
21295712
21295762

21295812
21295862
21295912
21295962
21296012
21296062
21296112
21296162
21296212
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E7. Chromosomal location of the T1 TIGRE locus.

TIGRE-TetO-LacZEMMTV-tTALERXRE/G, ERSHETEALERTD, HoILRNEREERLaczH
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fr-gal activity (punits/mag)

Relative quantity
of tTA mRNA
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E|8. Gene regulation in mice generated from tightly regulated ES clones.

FCollalfim2EM, &IFETetO-cDNA-polyATMINDI_EFEEFRIFLAREKBFNREHNRERIX,

i i riTA protein

---- + an .-!'"'—
T ~
ApoE TIGRE Line:
P Pt

nTA Inducible apoE P ATG loxneo
—-aas—{ HE— D D — - —-—
L TRE PAg L pA

E]9. The ApoE TIGRE locus contains an exogenous copy of ApoE cDNA driven by TRE and flanked
by four copies of chicken b-globin insulator (ins) sequences, two on each side, and a PGK
promoter (P) driven loxneo selection marker.

1BH, BENEREAMA (Safe Harbors) EAXRERZAS, MERETRESTUETHEEK
B, BAEANSHESE (%08, , SEESNEALERIFE!
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