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mARLE C57BL/6Smoc-Gjb 1e™*m*
BRS NM-K0-241473
mBIRE BFERF
HEER
HEEEHS Cx32; Cnx32; connexin-32
FaEAUE X
HEE NCBI ID 14618
Gjb1 MG ID 95719
Ensembl ID ENSMUSG00000047797
AERFREEA GJB1
on 7 Hi ik

B RGjb1EEexon 2, BIGjb1ERERMR/NEER,
“EAARRAEZHNERET: Gjb1-KO mice (Cat. NO. NM-K0-241473) were purchased from
Shanghai Model Organisms Center, Inc..
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Charcot-Marie-Tooth
Disease X-Linked Dominant
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=14618
http://www.informatics.jax.org/marker/MGI:95719
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000047797
http://www.informatics.jax.org/allele/genoview/MGI:2176912
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MGI:2669721
3 ZREESGjc2-KO(NM-K0-201607) 33
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Schiza N, Sargiannidou |, Kagiava A,
Karaiskos C, Nearchou M, Kleopa KA,
Transgenic replacement of Cx32 in gap
junction-deficient oligodendrocytes rescues
the phenotype of a hypomyelinating
leukodystrophy model. Hum Mol Genet.
2015 Apr 1;24(7):2049-64
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http://www.informatics.jax.org/allele/genoview/MGI:2669721
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