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clone 1
KO GCCCTTGUCTGCTGLGGCCTTCCTCGRAGGAGGTOGCAGAGGGTACCCCAGCCCA

WT GCCCTTGCCTGCTGGGGCCTTCCTC-GAGGAGGTGGCAGAGGGTACCCCAGCCCA
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KO GCCCTTGCCTGCTGGGGCCTTCCTC—GGAGGTGGCAGAGGGTACCCCAGCCCA Allele 2: pr loss in
WT GCCCTTGCCTGCTGGGGCCTTCCTCGAGGAGG TGGCAGAGGGTACCCCAGCCCA
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clone 2
KO GCCCITGCCTGCTGGGGCCTTCCTC-AGGAGGTGGCAGAGGGTACCCCAGCCCA

Allele 1: 1bp add in KO

KO

Allele 1/2: 1bp loss in KO

WT GcocTTeec TGETGEGGFI TTCCTCGAGGAGGTGGCAGAGGGTACCCCAGCCCA
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