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ORIGINAL ARTICLE \m}
Trastuzumab Deruxtecan in Previously Treated HER2-Low Advanced Breast
Cancer

Shanu Modi, M.D., William Jacot, M.D., Ph.D., Toshinari Yamashita, M.D., Ph.D., Jochyuk Sohn, M.D., Maria Vidal, M.D., Ph.D., Eriko Tokunaga, M.D., Ph.D., Junji Tsurutani,
M.D., Ph.D., Naoto T. Ueno, M.D., Ph.D., Aleix Prat, M.D., Ph.D., Yee Soo Chae, M.D., Ph.D., Keun Seok Lee, M.D., Ph.D., Naoki Niikura, M.D., Ph.D., et al.

Abstract

BACKGROUND Among breast cancers without human epidermal growth factor receptor 2 (HER2)
amplification, overexpression, or both, a large proportion express low levels of HER2 that may be
targetable. Currently available HER2-directed therapies have been ineffective in patients with these
“HER2-low” cancers.
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