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EidEprHexbEFexon 2, B HexbERRR/NEER,
“EARABALENXEETIH: Hexb-KO mice (Cat. NO. NM-K0-202069) were purchased from
Shanghai Model Organisms Center, Inc..
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ECUERNERR MGI:2177551

E: ZmARF SHexa-KO(NM-K0-200986) R
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S8E Sango K, McDonald MP, Crawley JN, Mack

ML, Tifft CJ, Skop E, Starr CM, Hoffmann A,
Sandhoff K, Suzuki K, Proia RL, Mice lacking
both subunits of lysosomal beta-
hexosaminidase display gangliosidosis and
mucopolysaccharidosis. Nat Genet. 1996
Nov;14(3):348-52
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=15212
http://www.informatics.jax.org/marker/MGI:96074
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000021665
http://www.informatics.jax.org/allele/genoview/MGI:2177551
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BE ik Sango K, Yamanaka S, Hoffmann A, Okuda
Y, Grinberg A, Westphal H, McDonald MP,
Crawley JN, Sandhoff K, Suzuki K, Proia RL,
Mouse models of Tay-Sachs and Sandhoff
diseases differ in neurologic phenotype and
ganglioside metabolism. Nat Genet. 1995
Oct;11(2):170-6
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. Y hi A, Kat K, Nagah K,
sandhoff Disease amaguchi atsuyama agahama

Takai T, Aoki I, Yamanaka S, Possible role of
autoantibodies in the pathophysiology of
GM2 gangliosidoses. J Clin Invest. 2004
Jan;113(2):200-8
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sandhoff Disease Wu YP, Proia RL, Deletion of macrophage-

inflammatory protein 1 alpha retards
neurodegeneration in Sandhoff disease
mice. Proc Natl Acad Sci U S A. 2004 Jun
1;101(22):8425-30
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http://www.informatics.jax.org/allele/genoview/MGI:2177468
http://www.informatics.jax.org/allele/genoview/MGI:3579384
http://www.informatics.jax.org/allele/genoview/MGI:3579804

