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REALE C57BL/6Smoc-Corola™ "™
BERS NM-KO-201493
o BZRE RRRRTF
HEER
EEZES 057, Lmb3, TACO, Clabp
NCBI ID 12721
MGI ID 1345961
EEE Ensembl ID ENSMUSG00000030707
Corola
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EiffCorolaE Eexon 3-10, &3 CorolaEF &R/ NFRER,

“EAARRALEHEETEI: Corola-KO mice (Cat. NO. NM-K0-201493) were purchased from
Shanghai Model Organisms Center, Inc..
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Shiow LR, Roadcap DW, Paris K, Watson SR,

Grigorova IL, Lebet T, AnJ, Xu Y, Jenne CN,
Foger N, Sorensen RU, Goodnow CC, Bear JE,
Puck JM, Cyster ]G, The actin requlator
coronin 1A is mutant in a thymic egress-
deficient mouse strain and in a patient with
severe combined immunodeficiency. Nat
Immunol. 2008 Nov;9(11):1307-15
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=12721
http://www.informatics.jax.org/marker/MGI:1345961
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000030707
http://www.informatics.jax.org/allele/genoview/MGI:3818533
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Severe Combined
Immunodeficiency,
Autosomal Recessive, T
Cell-Negative, B Cell-
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Grigorova IL, Lebet T, AnJ, Xu Y, Jenne CN,
Foger N, Sorensen RU, Goodnow CC, Bear JE,
Puck JM, Cyster ]G, The actin requlator
coronin 1A is mutant in a thymic egress-
deficient mouse strain and in a patient with
severe combined immunodeficiency. Nat
Immunol. 2008 Nov;9(11):1307-15
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