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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=12501
http://www.informatics.jax.org/marker/MGI:88332
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000032093
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