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*EARBARRERNXEETH: Zmpste24-KO mice (Cat. NO. NM-K0O-18011) were purchased from

Shanghai Model Organisms Center, Inc..
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Yang SH, Procaccia S, Jung HJ, Nobumori C,
Tatar A, Tu Y, Bayguinov YR, Hwang SJ, Tran
D, Ward SM, Fong LG, Young SG, Mice that
express farnesylated versions of prelamin A
in neurons develop achalasia. Hum Mol
Genet. 2015 May 15;24(10):2826-40

EEmnEXEYRERDERAE

www.modelorg.com 400-728-0660 1/2


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=230709
http://www.informatics.jax.org/marker/MGI:1890508
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000043207
http://www.informatics.jax.org/allele/genoview/MGI:5754490
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Familial Partial
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http://www.informatics.jax.org/allele/genoview/MGI:3621007
http://www.informatics.jax.org/allele/genoview/MGI:3620907

