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“EHAAREALFRISEEEIE: hiL2/hIL2RA mice (Cat. NO. NM-HU-200275) were purchased from
Shanghai Model Organisms Center, Inc..
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Fig1l. Detection of hIL-2 expression by ELISA in the hIL-2 knockin mice (Wild type and
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=16183
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=16184
http://www.informatics.jax.org/marker/MGI:96548
http://www.informatics.jax.org/marker/MGI:96549
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000027720
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000026770
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000026770
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heterozygous hiIL-2 KI mice were administrated with concanavalin).
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Fig2. Intracellular staining of IL-2 by FACS post stimulation with anti-mCD3/anti-mCD28 (In
collaboration with CrownBio).
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Fig3. IL-2RA humanized mouse expresses hlL-2RA (hCD25) on
collaboration with CrownBio).
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Fig4. hlL-2RA is highly expressed on activated Tregs in spleen in the IL-2RA huamnzied mouse (In
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Fig5. hlL-2RA is highly expressed on activated NK cells in spleen in the IL-2RA humanized

Human PBMC
[hCD45+]
hCD3 / hCD36
m‘-!
‘0'-; hCD3-/hCD56+: 1.09%
10
0+
s | |
10t 10
[hCD3-/hCD56+]
hCD25 / mCD25
1 hIL2RA- /|  hIL2RA+ /mILZRA+:
ImIL2RA+: | 0.04%
10.04%
10°
10°
10F
A
0 o L IZRA ImiLZRAS
39.55%
T T T T
o 10 [ S
hCD25

mCD335

miLZRA

WT C57BL/6

(mCD45+]
mCD3 / mCD335

10'

mCD3-/mCD335+: 0.45%

T ey o T
0 0 w1
mCD3

[mCD3-/mCD335+]
hILZRA / mILZRA

17 MLZRA- / RILZRA+ JmIL2RA+:
mILZRA+: 0.47%
68.00%

hILZRA+ /mIL2RA-:
0.11%

T T " .l T
o 100 10? 1wt 1
hILZRA

mouse (In collaboration with CrownBio).
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